Mgll and Mgl2 Locus

¢~ Vega Mus musculus Overview of features on Chromosome 11 69940000-69990000 - Windows Internet Explorer

@@ - [IE htip:/fvega.sanger.ac.uk Mus_musculus/cytoview?Pregion=11&vc_start=69940000&vc_end=69930000 ™ l 2| X | e I P~
Fle Edit View Favorites Tools Help Links i
w %F[@ Ensembl release 47: M... MZIVega Mus musculus... X y_l faHome ~ [ Feeds (1) f=h Print  ~ &% Encoding ¥ [ Read Mail

S . Search Vega Mouse: | Anything 2l ‘m &)
Vega* Mouse CytoView

e.g. AL590388 4, AL450321.15.1.20917

Sept 2007 . ° HELP

Your Vega = Chromosome 11

* Login or Register

chr. 11
© About User Accounts

B1.1B12B1.3 B2 B3 | B4 B5 C [ 0 BN e |

Chromosome 11 B Detailed view

69,940,000 -
Features ¥ DAS Sources ¥ Repeats ¥ Decorations ¥ Export ¥ Image size v Help v
69,990,000 ! : : > e B

I e 11 - (69940000 /69990000 |
View of Chromosome

U +zoom ol —

Graphical view P |

Graphical overview

Length — Forward strand 50.00 Kb
* Resequencing Chr. 11 band [ B4 ]
alignment 6994 Mb 6995 Mb 6996 Mb 6997 Mb 6958 Mb o
R R R R R R R R R R == RBBRSRSSRSS N —mm——————————————
DNA(cortigs) ALS06185.12.1.248203 >
Export data by i ey e .
P e (B RF:23-|1272M21 19 Mol
* Exnort information Repeats [ Nl ’EII I01 I DN DN DN NE N DN | | | INI
e —— — — — —— — — —— — — —
bp t ; 6994 Mb 6995 Mb 6996 Mb 6997 Mb 6998 Mb =
about region Length —- 50.00 Kb Favame aimndlsss]
* Export sequence as Gere kgerd Il Havana Processed pseudogere Il Havana Known Proteincoding
FASTA There are cumertly 12 tracks switched off, use the menws above the image to turnthem on.

* Export EMBL file
© 2007 WTSI/EBI
Use Vega to... ) ) v ,
We are keen to receive extra information on annotation, and to hear your comments, problems, and suggestions on Vega. Please send us feedback.
* BLAST/ SSAHA
Text search
* Export data
* Download data

Information

@ nbox - Mic... | B CoreF Tar... ¢ .| @ \WPaulsonc... | (@] 2 Micros... ¥ » 4:15PM



BAC MAP

Ensembl release 47: Mus musculus Features on Chromosome 11 69847452-70047451 - Windows Internet Explorer

@ J~ lEﬂ http:/fwww.ensembl.orgMus_musculus/contigview?c=11:69947451.5,w=200000 N ‘ 2|l X lt
Fle Edit View Favorites Tools Help Links > @ -
w & 1%8[' “Z]Vega Mus musculus O... }@Eﬂsembl release 47:... % ] ‘ ) Home ~ Feeds (J) ~ mPrint ~ 4%Encoding v = Read Mail
—H H— [] ~
ENSMJS&E}]Cu}(ljoz-lg-ll > ENSMJSESTG00000024947 > ENSMJSES] —
Asgrt »
--¥m m I
Digd > \sgr Mol >
--¥m m
A2A682_MOUSE > Ml >
[ Ersembl trars. Zym 0] [
Q621083 > Mol kc16a11
im0 " m m
Dig4 \sgr1 3 Q8BUDS5_MOUSE > ENSMUSTO!
-- 410 8 S| - m |
! My Ml > Kc16a11
N R RN I RERN RS BRI ————————————————————————————_——"S
now in Ensembl DNA(cariigs)
<ENSMUS
o
kc16a
= Ersembl trans. o '
<Sk16a13
o
" Bcklt
EST trans. <ENSMU|
RP23257C7 [ ]
RP24-75N4 [ ]
RP24-7406 RP24-325G6
RP24-75H RP23-1S8E14
[ ] [
RP23-119B10 [ RP24-391M12 A X —
lzn'?u—:mm I:ID RP24-391M12 —
RP24-28H12
sl —— TYPE: ssaha2:clone
gm; ECMETHOD: ssaha2
— RP23-172M21 CATEGORY: cloneset
e GROUP : RP24-391M12
RP24-237J20 \
-, FEATUFEE LCE(;»:\TJOH
0 - Start: 69876667
e e
BAC map ] - End: 70038892
P24 560E13 - Strand: Reverse
RP24-236N3
RP24-206122
RP24-4621L17
RP24-319E1
[
[ ]
[ ]
RP24-107L1
RP23-17105
[ ]
[ ]
[ ]
[ ]
[ ]
[ ]
[ ]
Length 200.00 Kb Reverse sirand —
6925 Mb 6990 Mb 6994 Mb 6998 Mb 7002 Mb ___
I Ens=mbi Known Protein Coding IEns=mbi Novel Protein Coding
Gere kgerd Il Havana Known Proteincoding [ common Known Proteincoding
BEST gene
There are cumrertly 92 tracks switched off, use the menus above the image to turnthem on. v

(@ inbox - Mic... | Hj CoreF @ \\Paulsonc... | (]2 Micros.. ¥ EN&)




BAC MAP

Ensembl release 47: Mus musculus Features on Chromosome 11 69847452-70047451 - Windows Internet Explorer

@‘\— J ~ \@ http:/fwww.ensembl.orgMus_musculus/contigview?c=11:69347451.5;w=200000 v‘ 2| X \

File Edit View Favorites Tools Help Links
w ‘Bu" ‘\EVega Mus musculus ... |@Ensembl release 47:... ’ ‘ ) Home ~ [ Feeds(J) -~ @Print - &% Encoding v = Read Mail
—tim [ [] -~
~ ) ENSMJSESTG00000024941 > ENSMJSESTG00000024947 > ENSMUSEST o
Caenorhabdit 4z
] o 7 Asgr1 >
elegans moom m
Dhd \sqr 1"
WormBase 180 b e : i 1
A2ABB2_MOUSE > Mlt >
= Ersembl trans. 11D ™ |
Q62108-3 > (o]l kc16a11
-0 ™ m q
Dig4 - QBBUDS_MOUSE > ENSMUSTO
- 410 ra - m i
521( ASOI Myl M1 > kc16a11

—
ALS06185.12.1.248203 >

now in Ensembl DNA(cortigs)

= Ersembl trans. i}
<Sk16a13
om
Bokt
H
EST trans. <ENSMU|
RP23-257C7 [
RP24-75N4 [ RP24-368D9 A X
airarh {24|0: RP24-368D9
[ 7]
T T TYPE: ssaha2:clone
[ METHOD: ssaha2
RP24-350F6
RP24-22H12 |:CATEGORY cloneset
RP24-280P4 -
oS GROUP : RP24-368D9
RP24-44502 C_—FEATURE LOCATION
RP23172M21 -
- Start: 69881987
:22:-'5243%3 - End: 70053144
o s — - Strand: Reverse
e —
BAC map ] RP23-313L20
] RP24-576A11
RP24-560E13
RP24-236N3 [CFP2z23mm ]
RP24-206122 —
RP24-462L17
FP24-319E1
[ —
[ |
[ ]
RP24-107L1
RP2317105
[ ]
[ ]
[ |
[ 1
[ |
[ ]
[ |
Length 200.00 Kb Rewerse sirand —
6985 Mb 6990 Mb 6994 Mb 695 Mb 7002 Mb L
I Enrszmbl Known Protein Coding I Enszmbl Novel Potein Coding
Gere kgerd Il Havara Known Proteincoding [ Common Known Protein coding
EST gene
There are cumertly 92 tracks switched off, use the menuws above the image to turnthem on. v

| Core F Tar... e ... | [ \\Paulsonc...




5’Mfel fragment 5.9kb
5’ EcoRV fragment 8 9kb

Mgl2 exon 1 2 345678910

Wild type

Targeting Vector N >

Mgi1&2 Double Knockout
Design

3’Mfel fragment 11.8kb

Mgl1 exon1 234567891 0

F1

Homologous Recombination
Mgl2 exon 1

Neo F2
4.2kb 1.7kb 3.9kb

F3
6.1kb

2345678910

I —

o

5’ EcoRV fragment 10 9kb

5’Mfe| fragment 5.2kb

Mgl2 floxed and Mgl 1 knckout allele

Bred with Flip mice

Mgl2 exon 1 2345678910
| I
T 111 |
| IRl
F1 F2. F3

Double Knockout allele

3’Mfel fragment 11.1kb

Bred with Cre mice

Mgl2 exon 1

g

F1



5" HR PCR Screening Gel 1
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5" HR PCR Screening Gel 2
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5 & 3’'HR and 3’ Loxp PCR Screening
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5 & 3’HR and 3’ Loxp PCR Screening Running Longer
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MD B4 ES Cell PCR Positive Clones
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Next Step: Save clones and confirm by Southern
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MD Mfel digest 5'probe
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